














Immunology is a constantly expanding field and the
database and ontology will continue to evolve in parallel
as new assays are developed or new nomenclature is imple-
mented. The IEDB will continue to expand its collabora-
tion with other resources. The ability to link to other
databases was implemented as part of the 2.0 release,
allowing external databases to directly link to relevant
information present on our web site. We hope this
feature will become widely used as we continue to reach
out to new resources.

The IEDB will continue solicitation of feedback from
users in order to continue improving all aspects of the
database. We are eager for scientists to visit iedb.org
and let us know what you think help@iedb.org.
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each header.
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